N) tree generated by a cgMLST analysis (based on 607 loci)
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Limosilactobacillus fermentum FUA033 (GCA_030665445.1)
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Limosilactobacillus fermentum Ibl60 (GCA_027857625.1)
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Limosilactobacillus fermentum CVM-347 (GCA_011290755.1)
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