N) tree generated by a cgMLST analysis (based on 1198 loci)

=]o

Lo

0.02

%Root

250

H2.Bifidobacterium bifidum A8 (GCA_001020245.1)
2.Bifidobacterium bifidum DS26_23 (GCA_003095035.1)

t4Bifidobacterium bifidum DS30_23 (GCA_003094755.1)

=Bifidobacterium bifidum DS33_23 (GCA_003094645.1)
2%.Bifidobacterium bifidum LH_1044 (GCA_029723435.1)
Bifidobacterium bifidum LH_986 (GCA_029723695.1)
Bifidobacterium bifidum LH_1036 (GCA_029723555.1)
Bifidobacterium bifidum LH_1017 (GCA_029723565.1)
Bifidobacterium bifidum LH_1016 (GCA_029723595.1)
Bifidobacterium bifidum LH_1013 (GCA_029723675.1)
Bifidobacterium bifidum 1001216st1_H8_1001216I_160404 (GCA_028202835.1)
Bifidobacterium bifidum 1001216stl_E8_10012161_160404 (GCA_028202785.1)
Bifidobacterium bifidum ICIS-504 (GCA_020908005.1)
=Bifidobacterium bifidum 1001216st1_B8 1028SCRN_200821 (GCA _028202615.1)
Bifidobacterium bifidum 1001216st1_H2_BSD2780120875b_170604 (GCA_028202595.1)
5290 Bifidobacterium bifidum BB11 (GCA_033959405.1)
1%{;Biﬁdobacterium bifidum CCRC11847 (GCA_034427835.1)
~Bifidobacterium bifidum DS25_23 (GCA_003094795.1)
=Bifidobacterium bifidum - (GCA_024341745.1)

0.188




