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A : RNA processing and modification
B : Chromatin structure and dynamics-
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E : Amino acid transport and metabolism+
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F : Nucleotide transport and metabolismH
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G : Carbohydrate transport and metabolismfH
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H : Coenzyme transport and metabolism+ o
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J : Translation, ribosomal structure and biogenesisH
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K : Transcription-
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L : Replication, recombination and repair-
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