
1
0

1
0

1
101

Bacillus subtilis RS301 (GCA_030016565.1)116

1
17.1

1
16.8

0.98
3.17

0.56
0.266

Bacillus subtilis - (GCA_905310985.2)0.735

Bacillus subtilis - (GCA_905319545.2)1.26

Bacillus subtilis - (GCA_905315015.2)1.73

Bacillus subtilis D9_B_56 (GCA_030348595.1)7.83

1
52.2

Bacillus subtilis MG27 (GCA_003265725.1)6.42

Bacillus subtilis MB8_B10 (GCA_009662195.1)8.58

1
55.1

0.78
5.89

Bacillus subtilis FUA2114 (GCA_008017615.1)152

1
156

Bacillus subtilis BF12B1 (GCA_044499385.1)4.87

Bacillus subtilis MPF 24 (GCA_023713145.1)6.13

1
49.1

1
18.1

Bacillus subtilis HC-9 (GCA_045291565.1)4.51

Bacillus subtilis MJ-4 (GCA_036347755.1)56.5

1
65.8

0.71
2.31

Bacillus subtilis BD-592 (GCA_035822775.1)11

Bacillus subtilis BD-587 (GCA_035822815.1)47

0.97
3.07

0.42
0.637

Bacillus subtilis - (GCA_905318255.2)4.96

Bacillus subtilis GGC-P12B (GCA_007786555.1)39

0.46
0.435

Bacillus subtilis - (GCA_905311035.2)5.64

0.64
0.342

Bacillus subtilis - (GCA_905319135.2)5.96

0.42
0.0449

Bacillus subtilis RS308 (GCA_030016335.1)5.02

Bacillus subtilis HED2021 (GCA_033436855.1)6.98

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)
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