N) tree generated by a cgMLST analysis (based on 903 loci)

420[1 Lacticaseibacillus rhamnosus LRHMDP2 (GCA_000311945.1)
' LLacticaseibacillus rhamnosus LRHMDP3 (GCA 000311965.1)

28_80 Lacticaseibacillus rhamnosus UMB8035B (GCA_030227945.1)
s3] Lacticaseibacillus rhamnosus UMB8035A (GCA_030233995.1)
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“2| acticaseibacillus rhamnosus VHProbi M14 (GCA_024610975.1)
8. acticaseibacillus rhamnosus CIRM-BIA 2132 (GCA 025189505.1)
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=Lacticaseibacillus rhamnosus S22825 (GCA_039654095.1)
409[0 Lacticaseibacillus rhamnosus Lr108 (GCA 001044025.1)
' LLacticaseibacillus rhamnosus Lrh5 (GCA_001656845.1)
%’ 24.10 Lacticaseibacillus rhamnosus VTCC 12819 (GCA_037118725.1)
% isgl Lacticaseibacillus rhamnosus SM 4.3 (GCA 039615465.1)
%9 acticaseibacillus rhamnosus MY-1 (GCA_040446565.1)
—3%| acticaseibacillus rhamnosus 24 (GCA_000743075.1)
214, acticaseibacillus rhamnosus Lrh22 (GCA_001656655.1)
% acticaseibacillus rhamnosus K32 (GCA_000735255.1)
8| acticaseibacillus rhamnosus k32 (GCA_030034775.1)
Lacticaseibacillus rhamnosus 1473 (GCA_016887825.1)
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