Dendrogram of cgMLST analysis (based on 1342 loci)

‘I: Bacillus subtilis G1 (GCA_046567585.1)
Bacillus subtilis RLI2019 (GCA 030847885.1)

- Bacillus subtilis 37 (GCA_049368775.1)
- Bacillus subtilis GL-4 (GCA_025161015.1)
- Bacillus subtilis ZW (GCA 022370975.1)
- Bacillus subtilis W7 (GCA 027912355.1)
+ Bacillus subtilis SRCM116301 (GCA_025502545.1)

Bacillus subtilis SRCM116268 (GCA 025502505.1)
- Bacillus subtilis 11060 (GCA_025732155.1)
- Bacillus subtilis SRCM103881 (GCA_004101445.1)
-~ Bacillus subtilis G25-135 (GCA_015845955.1)
—+ Bacillus subtilis YB-04 (GCA 017753785.1)
1 ~ Bacillus subtilis QXKL-3 (GCA_047302565.1)
—— Bacillus subtilis SH1 (GCA_015654205.1)
4[ Bacillus subtilis ge28 (GCA 002202055.1)

Bacillus subtilis PS1Canimalfeces7 (GCA_047528675.1)

——— Bacillus subtilis JS-4 (GCA_003174785.1)
— Bacillus subtilis MZK05 (GCA 003612735.1)
—— Bacillus subtilis MBB3B9 _DBT-NECAB (GCA_030273385.1)
—— Bacillus subtilis B-41008 (GCA_035809255.1)
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