N) tree generated by a cgMLST analysis (based on 3430 loci)
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—~Alkalihalobacillus clausii B619/R (GCA_013085245.2)
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=Alkalihalobacillus clausii UBBC-08/T (GCA_018862375.1)
=Alkalihalobacillus clausii B637/NM (GCA_013085285.2)
®2LAlkalihalobacillus clausii GMN (GCA_013154995.1)
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Alkalihalobacillus clausii SF174 (GCA_025452175.1)
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