
1
0

1
0

Limosilactobacillus fermentum KA16MA (GCA_041380155.1)221

0.54
8.32

Limosilactobacillus fermentum AF16-22LB (GCA_003462755.1)226

0.77
8.49

Limosilactobacillus fermentum 28-3-CHN (GCA_000162395.1)222

1
30

0.48
3.8

0.73
10.4

Limosilactobacillus fermentum SNUV175 (GCA_001941785.1)150

Limosilactobacillus fermentum AF11-4-H (GCA_003465085.1)189

Limosilactobacillus fermentum Pom5 (GCA_030851245.1)156

0.7
6.69

Limosilactobacillus fermentum URCS 11 (GCA_024137685.1)157

0.9
11.4

Limosilactobacillus fermentum BRD_L14 (GCA_026184215.1)165

1
56

Limosilactobacillus fermentum FUA033 (GCA_030665445.1)106

0.86
13.5

Limosilactobacillus fermentum EFEL6800 (GCA_029961225.1)94.1

1
25.1

Limosilactobacillus fermentum UCO-979C (GCA_001297905.1)108

1
8.36

Limosilactobacillus fermentum 39 (GCA_001010185.1)71.8

0.89
4.27

Limosilactobacillus fermentum KHUD_007 (GCA_024385625.1)37.8

0.49
0.783

1
13.8

0.93
1.26

1
10

Limosilactobacillus fermentum 279 (GCA_002794275.1)0.0808

Limosilactobacillus fermentum CVM-347 (GCA_011290755.1)0.919

1
10

Limosilactobacillus fermentum NB-22 (GCA_000496435.1)0

Limosilactobacillus fermentum QAULFN55 (GCA_022509385.1)0

1
17.7

Limosilactobacillus fermentum lbl66 (GCA_027857595.1)0

Limosilactobacillus fermentum lbl60 (GCA_027857625.1)0

Limosilactobacillus fermentum GD5MG (GCA_028216035.1)55.7

Root0

NJ tree generated by a cgMLST analysis (based on 607 loci)
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