Dendrogram of cgMLST analysis (based on 1342 loci)
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Bacillus subtilis TA 104 (GCA 023712285.1)
Bacillus subtilis KSC 591 (GCA _023714405.1)
Bacillus subtilis 2C-9B (GCA_002799585.1)
Bacillus subtilis EM-A7 (GCA_033949325.1)
Bacillus subtilis CP35 (GCA 031326005.1)
Bacillus subtilis JBO1 (GCA 040743115.1)
Bacillus subtilis MEC B298 (GCA 024220155.1)
Bacillus subtilis ZD01 (GCA_009665145.2)
Bacillus subtilis QYCK 26 (GCA 023614045.1)
Bacillus subtilis TY-1 (GCA 025426155.1)
Bacillus subtilis BYS2 (GCA 018394175.1)
Bacillus subtilis SX01705 (GCA 002216085.1)

- Bacillus subtilis BSD-2 (GCA_001465815.1)

Bacillus subtilis ps4060 (GCA_025809235.1)
Bacillus subtilis HJ5 (GCA_000973605.1)
Bacillus subtilis OWB-10 (GCA_034555075.1)
Bacillus subtilis W-2 (GCA_047758345.1)
Bacillus subtilis Z-294 (GCA 047758065.1)
Bacillus subtilis MD32 (GCA 014878105.1)
Bacillus subtilis DNKAS (GCA_013342875.1)



