N) tree generated by a cgMLST analysis (based on 942 loci)

10,0 Lactiplantibacillus plantarum MNCW_1 (GCA_023278325.1)
ﬁ;Lactiplantibacillus plantarum JY067 (GCA_041725645.1)

2412 actiplantibacillus plantarum Lbiol (GCA_013808505.1)
Lactiplantibacillus plantarum LFN10 (GCA_034258695.1)
Lactiplantibacillus plantarum Lbio28 (GCA_013808525.1)
=Lactiplantibacillus plantarum Jb21-11 (GCA_032144055.1)
“Lactiplantibacillus plantarum Lbiol4 (GCA_013808535.1)

%L actiplantibacillus plantarum ST (GCA_022558425.1)

=Lactiplantibacillus plantarum DSM 12028 (GCA 044731905.1)
Lactiplantibacillus plantarum SRCM101587 (GCA 026976315.1)
“Lactiplantibacillus plantarum Nizo2259 (GCA_001639545.1)
Lactiplantibacillus plantarum VJLHD12L4 (GCA _030464565.1)
Lactiplantibacillus plantarum SYBC-SM2 (GCA_031876755.1)
E°Lactiplantibacillus plantarum ATA-LTC-Lp230198 (GCA_037966755.1)

281

=lo

»—'Lo

o], ,2>Lactiplantibacillus plantarum SRCM 103305 (GCA_004055415.1)
HQ:Lactiplantibacillus plantarum SRCM103418 (GCA_004101625.1)
%L actiplantibacillus plantarum CQ01-107 (GCA_049188355.1)
L5 actiplantibacillus plantarum XSBN-3 (GCA_017963505.1)
Lactiplantibacillus plantarum KM119 (GCA_046843265.1)
=-Lactiplantibacillus plantarum TMW 1.708 (GCA 002117285.1)

%Root



