NJ tree generated by a cgMLST analysis (based on 120 loci)

“2parabacteroides distasonis CTOTU29299 (GCA_031971855.1)
“Parabacteroides distasonis SRR16279938_bin.36_MetaWRAP_v1.3_MAG (GCA_959602735.1)
Parabacteroides distasonis CTOTU36423 (GCA_036773545.1)
Parabacteroides distasonis BIOML-A4 (GCA_009677475.1)
Parabacteroides distasonis K33 (GCA_019733675.1)
=Parabacteroides distasonis 16-6-1_5_FM (GCA_033550005.1)
=Parabacteroides distasonis B555_004 (GCA_022714905.1)
Lparabacteroides distasonis B624_008 (GCA_022714485.1)

2%.parabacteroides distasonis SRR18940298_bin.11_MetaWRAP_v1.3_MAG (GCA 958435695.1)
Parabacteroides distasonis CLO3T12C09 (GCA_000307455.1)
Parabacteroides distasonis TF10-4 (GCA_003437495.1)
Parabacteroides distasonis AM16-4 (GCA_003471825.1)
Parabacteroides distasonis AM26-10 (GCA_003469715.1)
Parabacteroides distasonis AM26-22AC (GCA_003470105.1)
Parabacteroides distasonis BIOML-A15 (GCA_009677335.1)
Parabacteroides distasonis BIOML-A21 (GCA_009677345.1)
Parabacteroides distasonis BIOML-A13 (GCA_009677385.1)
Parabacteroides distasonis BIOML-A14 (GCA_009677405.1)
Parabacteroides distasonis BIOML-A18 (GCA_009677825.1)
Parabacteroides distasonis BIOML-A20 (GCA_009678675.1)
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