N) tree generated by a cgMLST analysis (based on 942 loci)

£4 actiplantibacillus plantarum Jb21-11 (GCA 032144055.1)
Lactiplantibacillus plantarum Lbiol (GCA_013808505.1)
Lactiplantibacillus plantarum Lbio28 (GCA_013808525.1)
Lactiplantibacillus plantarum LFN10 (GCA_034258695.1)
“Lactiplantibacillus plantarum Lbio14 (GCA_013808535.1)

Lactiplantibacillus plantarum MNCW_1 (GCA_023278325.1)
“=Lactiplantibacillus plantarum JY067 (GCA 041725645.1)

22| actiplantibacillus plantarum Nizo3892 (GCA_001633765.1)

Lactiplantibacillus plantarum AS-9 (GCA_003045705.1)
=Lactiplantibacillus plantarum BK-021 (GCA_013487805.1)
Lactiplantibacillus plantarum FCQNA35M1 (GCA 030464385.1)
=-Lactiplantibacillus plantarum 92117 _il1l (GCA_028462545.1)
Lactiplantibacillus plantarum YZH81 (GCA_028446625.1)
Lactiplantibacillus plantarum TMW 1.64 (GCA 037546345.1)
Lactiplantibacillus plantarum Nizo2726 (GCA_001633385.1)

21 actiplantibacillus plantarum IMI 507026 (GCA_022631455.1)
Lactiplantibacillus plantarum ISO1 (GCA_026184455.1)
Lactiplantibacillus plantarum DS3_9 (GCA _003053165.1)
Lactiplantibacillus plantarum VHProbi 004 (GCA_024758665.1)
Lactiplantibacillus plantarum Nizo2831 (GCA_001633595.1)
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