
0100
Bacteroides uniformis e3zArYC4i3_bin.1.MAG (GCA_946222525.1)
Bacteroides uniformis CTOTU30143 (GCA_036784185.1)
Bacteroides uniformis D40t1_170626_E2 (GCA_015557755.1)
Bacteroides uniformis D40st1_E8_D40t1_170626 (GCA_028396685.1)
Bacteroides uniformis D52t1_170925_H1 (GCA_015559225.1)
Bacteroides uniformis D52st1_F9_D52t1_170925 (GCA_028396625.1)
Bacteroides uniformis D52st1_D3_D52t1_170925 (GCA_028396645.1)
Bacteroides uniformis ATCC 8492 (GCA_000154205.1)
Bacteroides uniformis MSK.18.30 (GCA_019129335.1)
Bacteroides uniformis MSK.18.25 (GCA_019129315.1)
Bacteroides uniformis MSK.18.33 (GCA_019129195.1)
Bacteroides uniformis MSK.18.77 (GCA_019129135.1)
Bacteroides uniformis MSK.18.74 (GCA_019129075.1)
Bacteroides uniformis MSK.18.78 (GCA_019129055.1)
Bacteroides uniformis MSK.18.66 (GCA_019128965.1)
Bacteroides uniformis MSK.18.89 (GCA_019128995.1)
Bacteroides uniformis AF21-53 (GCA_003459325.1)
Bacteroides uniformis AF21-10 (GCA_027684485.1)
Bacteroides uniformis 225I_1TSAB (GCA_032144115.1)
Bacteroides uniformis SRR13840153_bin.4_metawrap_v1.3_MAG (GCA_947071295.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


