N) tree generated by a cgMLST analysis (based on 942 loci)
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%Root
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Lactiplantibacillus plantarum P47 (GCA_032463585.1)
=sLactiplantibacillus plantarum P46 (GCA_032463565.1)
Lactiplantibacillus plantarum Tw226 (GCA_029997055.1)

9.41

Lactiplantibacillus plantarum CIRM-BIA 2184 (GCA_025190145.1)
Lactiplantibacillus plantarum CIRM-BIA 2117 (GCA_025189685.1)
Lactiplantibacillus plantarum CIRM-BIA 2107 (GCA_025189815.1)
=Lactiplantibacillus plantarum AM (GCA_045033065.1)

=Lactiplantibacillus plantarum 1001254stl_Al_1001254B_151014 (GCA_028321915.1)

Lactiplantibacillus plantarum KKP 3573 (GCA_031296365.1)
~Lactiplantibacillus plantarum CIRM-BIA 1108 (GCA_025190025.1)
=Lactiplantibacillus plantarum DSM 13273 (GCA_001436855.1)
Lactiplantibacillus plantarum CRL 1506 (GCA_001444495.1)
Lactiplantibacillus plantarum CECT 9491 (GCA_902825385.1)
115, actiplantibacillus plantarum DMDL 9010 (GCA_039725565.1)

61.1

r——Lactiplantibacillus plantarum Nizo2814 (GCA _001633575.1)
187 actiplantibacillus plantarum IF (GCA_037996145.1)

18 actiplantibacillus plantarum GBW-LP00O1 (GCA_041941405.1)
Lactiplantibacillus plantarum HC-2 (GCA_013458335.1)
Lactiplantibacillus plantarum HC-2 (GCA_030463605.1)
Lactiplantibacillus plantarum Ep-M17 (GCA_032818175.1)



