N) tree generated by a cgMLST analysis (based on 681 loci)

#.Faecalibacterium prausnitzii HTF-495 (GCA_032584315.1)

Faecalibacterium prausnitzii ERR8263843_bin.30_MetaWRAP_v1.3_MAG (GCA_958438015.1)
Faecalibacterium prausnitzii CTOTU32137 (GCA_036830095.1)

Faecalibacterium prausnitzii APC924/119 (GCA_003287475.1)

Faecalibacterium prausnitzii COPD339 (GCA_014868615.1)

Faecalibacterium prausnitzii SRR13494521 bin.26_MetaWRAP_v1.3_MAG (GCA_959026415.1)
Faecalibacterium prausnitzii COPD333 (GCA_014868765.1)

Faecalibacterium prausnitzii MTG231_bin.15 (GCA_934834745.1)

Faecalibacterium prausnitzii MTG220_bin.8 (GCA_934838655.1)

Faecalibacterium prausnitzii MTG223_bin.14 (GCA_934842325.1)
?LFaecalibacterium prausnitzii MTG230_bin.28 (GCA_934838755.1)

2.98

o

047 , . =—Faecalibacterium prausnitzii MTG224_bin.10 (GCA_934835215.1)

.123
Faecalibacterium prausnitzii MTG244_bin.19 (GCA_934872205.1)

Faecalibacterium prausnitzii MTG242_bin.5 (GCA_934880215.1)
Faecalibacterium prausnitzii MTG229_bin.15 (GCA_934837645.1)
Faecalibacterium prausnitzii MTG241_bin.11 (GCA_934882155.1)

°Root

250



