NJ tree generated by a cgMLST analysis (based on 729 loci)
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Limosilactobacillus reuteri LR18 (GCA_003174815.1)
=Limosilactobacillus reuteri LR17 (GCA_003174915.1)

Limosilactobacillus reuteri LR3 (GCA_003174935.1)

Limosilactobacillus reuteri LR10 (GCA 003175075.1)
Limosilactobacillus reuteri LR13 (GCA 003174945.1)
Limosilactobacillus reuteri LR14 (GCA_003174955.1)
Limosilactobacillus reuteri LR9 (GCA_003174865.1)
Limosilactobacillus reuteri LR8 (GCA 003174875.1)
2%.| imosilactobacillus reuteri 92071 (GCA_028462605.1)
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Limosilactobacillus reuteri CIRM-BIA 911 (GCA_025189725.1)
=Limosilactobacillus reuteri C4 (GCA_034424825.1)
=Limosilactobacillus reuteri L8 (GCA_022642805.1)

221 imosilactobacillus reuteri RGW1 (GCA_033181025.1)
Limosilactobacillus reuteri BIO5454 (GCA_007280535.1)

Limosilactobacillus reuteri gbc_i (GCA_040785065.1)
Limosilactobacillus reuteri CIRM-BIA 929 (GCA_025189765.1)
=Limosilactobacillus reuteri SD-RD830-FR (GCA_020023755.1)

=Limosilactobacillus reuteri CIRM-BIA 1534 (GCA 025189745.1)
“Limosilactobacillus reuteri LR19 (GCA_003175025.1)



