N) tree generated by a cgMLST analysis (based on 681 loci)
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Faecalibacterium prausnitzii HTF-441 (GCA_033344715.1)
Faecalibacterium prausnitzii AF10-13 (GCA_003465525.1)

Faecalibacterium prausnitzii SRR17798039_bin.18_MetaWRAP_v1.3_MAG (GCA_958371755.1)
Faecalibacterium prausnitzii ERR3160555-bin.5 (GCA_905200815.1)

Faecalibacterium prausnitzii AF32-9BH (GCA_027683585.1)

Faecalibacterium prausnitzii AM36-18BH (GCA_003467805.1)

Faecalibacterium prausnitzii AM54-7NS (GCA_027668885.1)

0.77

Faecalibacterium prausnitzii LMAG:56 (GCA_008680095.1)

Faecalibacterium prausnitzii SG-1377 (GCA_021589125.1)
171,

Faecalibacterium prausnitzii AF31-14AC (GCA_003433905.1)

Faecalibacterium prausnitzii BBSGM-G02-111 (GCA_017850935.1)
Faecalibacterium prausnitzii AF29-11BH (GCA_003434015.1)
Faecalibacterium prausnitzii Fp137 (GCA_019969455.1)
Faecalibacterium prausnitzii BCRC 81148 (GCA_022750565.1)

0.826,

Faecalibacterium prausnitzii SRR16279993_bin.21_MetaWRAP_v1.3_MAG (GCA_959597525.1)
Faecalibacterium prausnitzii CTOTU30110 (GCA_036750295.1)
Faecalibacterium prausnitzii DOME_MAG_12781 (GCA_036299185.1)
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{Faecalibacterium prausnitzii ERR9610944 _bin.10_MetaWRAP_v1.3_MAG (GCA_958445435.1)
Y I.paecalibacterium prausnitzii SRR16280113_bin.8_MetaWRAP_v1.3_MAG (GCA_959600295.1)
Faecalibacterium prausnitzii AM100_B16A (GCA_027662045.1)




