
0250500750
Bacteroides fragilis B633_004 (GCA_022714305.1)
Bacteroides fragilis CFPLTA007_1B (GCA_022832355.1)
Bacteroides fragilis BF_BC_STO_SE_2017 (GCA_026966225.1)
Bacteroides fragilis SUG3167 (GCA_034112805.1)
Bacteroides fragilis Tbg-44 (GCA_026719405.1)
Bacteroides fragilis 3986 T(B)9 (GCA_000598465.1)
Bacteroides fragilis S_345 (GCA_034130165.1)
Bacteroides fragilis S_664 (GCA_034134365.1)
Bacteroides fragilis 3986T(B)10 (GCA_000598185.2)
Bacteroides fragilis S_198 (GCA_034121675.1)
Bacteroides fragilis S_860 (GCA_034141555.1)
Bacteroides fragilis FDAARGOS_1513 (GCA_020297545.1)
Bacteroides fragilis BF_BC_VEJ_DK_2009 (GCA_026966235.1)
Bacteroides fragilis S_826 (GCA_034142825.1)
Bacteroides fragilis 3986 N3 (GCA_000601115.1)
Bacteroides fragilis 3986 N(B)22 (GCA_000598945.1)
Bacteroides fragilis 3986 T(B)13 (GCA_000598965.1)
Bacteroides fragilis BF_FA_COP_DK_2009_10 (GCA_026965975.1)
Bacteroides fragilis MGYG-HGUT-01337 (GCA_902374115.1)
Bacteroides fragilis S_133 (GCA_034122945.1)

 Dendrogram of cgMLST analysis (based on 1285 loci)


