
0100
Bacteroides uniformis SUG3176 (GCA_034114065.1)
Bacteroides uniformis CTOTU13218 (GCA_036809645.1)
Bacteroides uniformis 1001713B170221_170320_B4 (GCA_015671055.1)
Bacteroides uniformis AM16-3 (GCA_003470725.1)
Bacteroides uniformis AMR_MDS_5720 (GCA_035435705.1)
Bacteroides uniformis CTOTU45657 (GCA_036780385.1)
Bacteroides uniformis ERR9607189_bin.1_MetaWRAP_v1.3_MAG (GCA_958354225.1)
Bacteroides uniformis SUG1072 (GCA_022786725.1)
Bacteroides uniformis SUG3177 (GCA_034112825.1)
Bacteroides uniformis Tbg-38 (GCA_026719465.1)
Bacteroides uniformis SRR13840153_bin.4_metawrap_v1.3_MAG (GCA_947071295.1)
Bacteroides uniformis D52t1_170925_H1 (GCA_015559225.1)
Bacteroides uniformis D6t1_180914_D10 (GCA_015561145.1)
Bacteroides uniformis ATCC 8492 (GCA_000154205.1)
Bacteroides uniformis COPD041 (GCA_014871105.1)
Bacteroides uniformis BIOML-A12 (GCA_009020605.1)
Bacteroides uniformis BIOML-A13 (GCA_009020575.1)
Bacteroides uniformis BIOML-A15 (GCA_009020545.1)
Bacteroides uniformis BIOML-A17 (GCA_009020475.1)
Bacteroides uniformis BIOML-A16 (GCA_009020535.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


