NJ tree generated by a cgMLST analysis (based on 241 loci)
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Bacteroides thetaiotaomicron MD35 (GCA_016759985.1)
Bacteroides thetaiotaomicron MD33 (GCA_016760015.1)
Bacteroides thetaiotaomicron S_881 (GCA_034140765.1)
—Bacteroides thetaiotaomicron BFG-588 (GCA_024787545.1)

“=Bacteroides thetaiotaomicron D40t1_170626_C3 (GCA_015547765.1)

15.8

Bacteroides thetaiotaomicron S_212 (GCA_034121465.1)

“Bacteroides thetaiotaomicron S_1178 (GCA_034147885.1)
=Bacteroides thetaiotaomicron bq_0049 (GCA_004167525.1)
=Bacteroides thetaiotaomicron BFG-568 (GCA_024791965.1)
“Bacteroides thetaiotaomicron S_1067 (GCA_034150885.1)
=Bacteroides thetaiotaomicron BFG-333 (GCA_024793415.1)
=Bacteroides thetaiotaomicron AF39-14AT (GCA_027683165.1)
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%:Bacteroides thetaiotaomicron S_717 (GCA_034133305.1)
1

“Bacteroides thetaiotaomicron S_1008 (GCA 034145285.1)
*LBacteroides thetaiotaomicron S_437 (GCA 034128345.1)

9.16

Bacteroides thetaiotaomicron S_117 (GCA 034123485.1)
=Bacteroides thetaiotaomicron S_621 (GCA 034135225.1)
=Bacteroides thetaiotaomicron BFG-507 (GCA_024788685.1)

%Root

—Bacteroides thetaiotaomicron HRGM_Genome_1408 (GCA_019412665.1)
=Bacteroides thetaiotaomicron ERR1190731-bin.2 (GCA_905193355.1)



