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Bacteroides thetaiotaomicron S_1007 (GCA_034145265.1)
Bacteroides thetaiotaomicron Map_8_009 (GCA_022733615.1)
Bacteroides thetaiotaomicron S_210 (GCA_034121475.1)
Bacteroides thetaiotaomicron BFG-228 (GCA_024793425.1)
Bacteroides thetaiotaomicron BFG-145 (GCA_024788325.1)
Bacteroides thetaiotaomicron S_611 (GCA_034135585.1)
Bacteroides thetaiotaomicron VPI-C11-15 (GCA_021409505.1)
Bacteroides thetaiotaomicron MD17 (GCA_016760165.1)
Bacteroides thetaiotaomicron MD13 (GCA_016760095.1)
Bacteroides thetaiotaomicron MD8 (GCA_016760085.1)
Bacteroides thetaiotaomicron MD51 (GCA_016759925.1)
Bacteroides thetaiotaomicron MD40 (GCA_016760005.1)
Bacteroides thetaiotaomicron L3_079_029G1_dasL3_079_029G1_maxbin2.maxbin.007 (GCA_018368095.1)
Bacteroides thetaiotaomicron DFI.1.236 (GCA_020562545.1)
Bacteroides thetaiotaomicron DFI.1.233 (GCA_020555305.1)
Bacteroides thetaiotaomicron DFI.2.27 (GCA_019132575.1)
Bacteroides thetaiotaomicron DFI.1.150 (GCA_019132815.1)
Bacteroides thetaiotaomicron DFI.1.238 (GCA_020562505.1)
Bacteroides thetaiotaomicron DFI.1.54 (GCA_019132695.1)
Bacteroides thetaiotaomicron DFI.1.239 (GCA_020562485.1)

 Dendrogram of cgMLST analysis (based on 241 loci)


