N) tree generated by a cgMLST analysis (based on 241 loci)
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Bacteroides thetaiotaomicron S_175 (GCA_034122085.1)
Bacteroides thetaiotaomicron S_625 (GCA_034135145.1)
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Bacteroides thetaiotaomicron S_624 (GCA_034135185.1)
L.64) | E".Bacteroides thetaiotaomicron BFG-268 (GCA_024791815.1)
Bacteroides thetaiotaomicron BFG-269 (GCA_024794085.1)
Bacteroides thetaiotaomicron AM30-26 (GCA_003469365.1)
Bacteroides thetaiotaomicron AF28-2 (GCA_003457815.1)
Bacteroides thetaiotaomicron MGYG-HGUT-00196 (GCA_902364285.1)
Bacteroides thetaiotaomicron AM60-9LNA (GCA_027668565.1)
~Bacteroides thetaiotaomicron S_1206 (GCA_034147345.1)
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