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Bacteroides thetaiotaomicron SRR16280016_bin.7_MetaWRAP_v1.3_MAG (GCA_959605955.1)63.7
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Bacteroides thetaiotaomicron S_204 (GCA_034121605.1)62.4
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Bacteroides thetaiotaomicron VPI-0633-1 (GCA_021409595.1)62.2
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Bacteroides thetaiotaomicron S_902 (GCA_034140005.1)7.62

Bacteroides thetaiotaomicron S_303 (GCA_034130985.1)8.38
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Bacteroides thetaiotaomicron S_318 (GCA_034130645.1)15.7

Bacteroides thetaiotaomicron BFG-510 (GCA_024759205.1)17.3
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Bacteroides thetaiotaomicron bin-26 (GCA_029984675.1)6.04

1
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Bacteroides thetaiotaomicron ERR1855541_bin.15_metaWRAP_v1.3_MAG (GCA_945867675.1)0.737

Bacteroides thetaiotaomicron SRR5240737_bin.12_metaWRAP_v1.3_MAG (GCA_945829565.1)8.26

Bacteroides thetaiotaomicron SRR17798012_bin.2_MetaWRAP_v1.3_MAG (GCA_958368235.1)46.3
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Bacteroides thetaiotaomicron BJH_88 (GCA_021406505.1)32.2
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0.6
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Bacteroides thetaiotaomicron S_122 (GCA_034123285.1)27.1
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Bacteroides thetaiotaomicron S_1215 (GCA_034147155.1)0.853

Bacteroides thetaiotaomicron S_1154 (GCA_034148625.1)3.15
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1
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1
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Bacteroides thetaiotaomicron SUG66 (GCA_022769515.1)0.812

Bacteroides thetaiotaomicron SUG3174 (GCA_034114125.1)0.188

1
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Bacteroides thetaiotaomicron S_943 (GCA_034138345.1)13.6

Bacteroides thetaiotaomicron S_570 (GCA_034137165.1)41.4

Bacteroides thetaiotaomicron CHE528_004 (GCA_022719635.1)27.3
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NJ tree generated by a cgMLST analysis (based on 241 loci)
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