
1
0

1
0

1
492

Bacteroides fragilis BF_BC_VEJ_DK_2014 (GCA_026966295.1)41.6

Bacteroides fragilis 078320-1 (GCA_002811085.1)44.4

0.74
5.12

0.92
9.59

0.99
35.9

1
299

1
37.8

0.68
14.5

0.82
14.9

Bacteroides fragilis S_108 (GCA_034123665.1)97.9

Bacteroides fragilis S_721 (GCA_034133205.1)100

Bacteroides fragilis JIM10 (GCA_001692695.1)130

1
104

Bacteroides fragilis FGSZY8E2 (GCA_029872825.1)32

Bacteroides fragilis S_875 (GCA_034141065.1)42

Bacteroides fragilis S_811 (GCA_034143145.1)167

Bacteroides fragilis BF_DU_COP_DK_1981 (GCA_026966115.1)490

0.79
11.8

1
48.5

1
205

1
177

0.97
15

Bacteroides fragilis FAHBZ17K2 (GCA_029872965.1)47.1

1
31.4

Bacteroides fragilis Map_80_005 (GCA_022733395.1)20.9

Bacteroides fragilis Map_130_017 (GCA_022746405.1)20.1

Bacteroides fragilis FJLHD22K4 (GCA_029872735.1)71.3

1
189

1
41.9

Bacteroides fragilis 638R (GCA_000210835.1)22.7

Bacteroides fragilis L3_105_245G1_dasL3_105_245G1_maxbin2.maxbin.009 (GCA_018369215.1)25.3

1
21.3

Bacteroides fragilis 16751 (GCA_019915805.1)22.2

Bacteroides fragilis S_754 (GCA_034132565.1)25.8

Bacteroides fragilis S_96 (GCA_034123945.1)474

Bacteroides fragilis S_345 (GCA_034130165.1)510

Bacteroides fragilis FDAARGOS_1511 (GCA_020297425.1)531

Root0

NJ tree generated by a cgMLST analysis (based on 1285 loci)

250


