NJ tree generated by a cgMLST analysis (based on 241 loci)
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84.Bacteroides thetaiotaomicron S_35 (GCA _034125285.1)

25.Bacteroides thetaiotaomicron G12_m1001262Bd0_191120 (GCA_028398395.1)
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Bacteroides thetaiotaomicron 1001275st1_H11_1001275B_160808 (GCA_028399185.1)



