Dendrogram of cgMLST analysis (based on 516 loci)

100

50

Bacteroides ovatus S 1182 (GCA 034147805.1)

Bacteroides ovatus S 1061 (GCA 034151085.1)

Bacteroides ovatus VPI1622 (GCA_918291855.1)

Bacteroides ovatus 1001136B_160425 E5 (GCA_015549065.1)
Bacteroides ovatus 1001136stl E5 (GCA 005844895.1)

Bacteroides ovatus WH711 (GCA_918271665.1)

Bacteroides ovatus S 609 (GCA 034135645.1)

Bacteroides ovatus S_446 (GCA 034128185.1)

Bacteroides ovatus S 13 (GCA 034125765.1)

Bacteroides ovatus An161 (GCA 002160595.1)

Bacteroides ovatus KROO1 HIC 0032 (GCA 025757905.1)

Bacteroides ovatus 2226stl E5 2226SCRN 200925 (GCA 028402215.1)
Bacteroides ovatus 2226st1l_C2_2226SCRN_200925 (GCA_028402205.1)
Bacteroides ovatus 2226stl_A3 _2226SCRN_200925 (GCA_028402235.1)
Bacteroides ovatus AM14-40 (GCA 003472085.1)

Bacteroides ovatus S_842 (GCA_034142365.1)

——— Bacteroides ovatus S_1222 (GCA_034146825.1)

Bacteroides ovatus S 777 (GCA 034144425.1)
Bacteroides ovatus S_25 (GCA_034125545.1)
Bacteroides ovatus S 555 (GCA 034126215.1)



