N) tree generated by a cgMLST analysis (based on 120 loci)

®Lparabacteroides distasonis ATCC 8503 (GCA_000012845.1)

Parabacteroides distasonis D33st1_H11_D33tl_170424 (GCA_028326785.1)

Parabacteroides distasonis D33t1_170424_F12 (GCA_015671155.1)

Parabacteroides distasonis BFG-451 (GCA_024793805.1)

*%.parabacteroides distasonis B138_003 (GCA_022715695.1)

229.parabacteroides distasonis ERR1606358_bin.23_metaWRAP_v1.3_MAG (GCA_945899315.1)

8parabacteroides distasonis CTOTU37503 (GCA_036828935.1)

Parabacteroides distasonis S_563 (GCA_034126095.1)

Parabacteroides distasonis MGYG-HGUT-02438 (GCA_902387045.1)

Parabacteroides distasonis 2789STDY5608822 (GCA_001405775.1)

Parabacteroides distasonis RTP21106stl_C6_RTP21106_201023 (GCA_028329515.1)

Parabacteroides distasonis RTP21106st1_H4_RTP21106_201023 (GCA_028328975.1)

Parabacteroides distasonis UBA10776 (GCA_003507155.1)

Parabacteroides distasonis CL11T00C22 (GCA_018288975.1)

Parabacteroides distasonis CM05-17M2A (GCA_027696305.1)

=-Parabacteroides distasonis MSK.22.22 (GCA_019126495.1)

=-Parabacteroides distasonis BFG-308 (GCA_024758045.1)

Parabacteroides distasonis KRO0O1_HAM_0055 (GCA_025757725.1)

Parabacteroides distasonis BSD3448080968st1_H2_BSD3448080968_160620 (GCA_028326815.1)
Parabacteroides distasonis BSD3448080968st1_C3_BSD3448080968_160620 (GCA_028326845.1)
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