NJ tree generated by a cgMLST analysis (based on 241 loci)
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18 Bacteroides thetaiotaomicron S_370 (GCA_034129705.1)

ﬁ;Bacteroides thetaiotaomicron VPI-3443 (GCA_025916295.1)

™Bacteroides thetaiotaomicron DC19 (GCA 006218125.1)

Bacteroides thetaiotaomicron DC21 (GCA_008329425.1)

Bacteroides thetaiotaomicron DC20 (GCA_008329455.1)

—Bacteroides thetaiotaomicron KRO0O1_HAM_0006 (GCA_025757925.1)

Bacteroides thetaiotaomicron D40t1_170626_C3 (GCA_015547765.1)
Bacteroides thetaiotaomicron D40stl_D7_D40t1_170626 (GCA_028398895.1)
Bacteroides thetaiotaomicron S_937 (GCA_034138605.1)

—Bacteroides thetaiotaomicron S_196 (GCA_034121705.1)

Bacteroides thetaiotaomicron CMU108 (GCA_015831785.1)

Bacteroides thetaiotaomicron CMU13 (GCA_015831845.1)

Bacteroides thetaiotaomicron MSK.23.85 (GCA_019125525.1)
Bacteroides thetaiotaomicron MSK.23.45 (GCA_019125625.1)
Bacteroides thetaiotaomicron AF24-19LB (GCA_003458585.1)
Bacteroides thetaiotaomicron BFG-187 (GCA_024792615.1)
Bacteroides thetaiotaomicron DFI.3.60B (GCA_019041315.1)
Bacteroides thetaiotaomicron DFI.3.60A (GCA_019041325.1)
*Bacteroides thetaiotaomicron DFI.3.61 (GCA 019132235.1)
Bacteroides thetaiotaomicron DFI.3.60 (GCA_024463355.1)
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