N) tree generated by a cgMLST analysis (based on 241 loci)

MﬁBacteroides thetaiotaomicron S_367 (GCA_034129725.1)
" BlBacteroides thetaiotaomicron S_295 (GCA_034131105.1)
3.05,

%Bacteroides thetaiotaomicron S_409 (GCA_034128885.1)
9!

%Bacteroides thetaiotaomicron S_1161 (GCA_034148305.1)
nll L17.8acteroides thetaiotaomicron AD135X1B (GCA_009025475.1)

Bacteroides thetaiotaomicron S_648 (GCA_034134685.1)
Bacteroides thetaiotaomicron VPI-2808B (GCA_025916335.1)

561 Bacteroides thetaiotaomicron S_165 (GCA 034122305.1)

2.29

%Bacteroides thetaiotaomicron BFG-370 (GCA_024787505.1)
20TLBacteroides thetaiotaomicron S_1053 (GCA_034151465.1)

0.281

Bacteroides thetaiotaomicron S_911 (GCA_034139545.1)

Bacteroides thetaiotaomicron S_595 (GCA_034136225.1)

2&.Bacteroides thetaiotaomicron S_607 (GCA_034135705.1)
Bacteroides thetaiotaomicron S_879 (GCA_034140805.1)
Bacteroides thetaiotaomicron 1_1_6 (GCA_000159875.2)
oo %Bacteroides thetaiotaomicron 1001283B150225 161107 F10 (GCA 015555485.1)
Bacteroides thetaiotaomicron 1001283st1_H4_1001283B150304_161114 (GCA_028399115.1)

0269 Bacteroides thetaiotaomicron 1001283st1_E3_1001283B150225 161107 (GCA_028399145.1)

B¥.Bacteroides thetaiotaomicron S_340 (GCA 034130265.1)

#.Bacteroides thetaiotaomicron S_40 (GCA 034125165.1)

“Root

250



