N) tree generated by a cgMLST analysis (based on 1153 loci)

%.phocaeicola dorei 1001275B_160808_H6 (GCA 015551025.1)
Phocaeicola dorei S_796 (GCA 034143665.1)

2%phocaeicola dorei CLO3T12C01 (GCA 000273075.1)

Phocaeicola dorei CLO3T12C01 (GCA_001640865.1)

28.phocaeicola dorei Bacteroides vulgatus 81B11 (GCA 900624655.1)
=Phocaeicola dorei CLO6T03C03 (GCA_018292105.1)

~Phocaeicola dorei S_1211 (GCA_034147245.1)

Phocaeicola dorei 2 (GCA_030122665.1)

Phocaeicola dorei S_556 (GCA_034137455.1)

Phocaeicola dorei S_458 (GCA_034152405.1)

Phocaeicola dorei MCC060 (GCA_018786115.1)
Phocaeicola dorei S_1204 (GCA_034147405.1)
“4phocaeicola dorei S_698 (GCA_034133705.1)
20939 phocaeicola dorei PtFD16M14 (GCA 018588025.1)
Phocaeicola dorei PtFD16P1 (GCA_018588055.1)
299.phocaeicola dorei BJH_8 (GCA_021409785.1)
P2%4phocaeicola dorei SRR13494525 bin.24_MetaWRAP_v1.3_MAG (GCA 959021175.1)
o “*Phocaeicola dorei S_967 (GCA_034137765.1)
“=Phocaeicola dorei S_577 (GCA_034136905.1)
=Phocaeicola dorei OF04-10BH (GCA_003463345.1)

=0

=|o

%Root

N
wv
o



