N) tree generated by a cgMLST analysis (based on 120 loci)
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L. Parabacteroides distasonis SRR16350263_bin.3_metawrap_v1.3_MAG (GCA_947365825.1)
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Parabacteroides distasonis BIOML-A40 (GCA_009677235.1)
-Parabacteroides distasonis BIOML-A36 (GCA_009677245.1)
Parabacteroides distasonis BIOML-A41 (GCA_009677255.1)
Parabacteroides distasonis BIOML-A38 (GCA_009678385.1)
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Parabacteroides distasonis BIOML-A37 (GCA_009678425.1)

%Root

250



