NJ tree generated by a cgMLST analysis (based on 241 loci)
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Bacteroides thetaiotaomicron S_683 (GCA_034134005.1)

Bacteroides thetaiotaomicron D40t1_170626_C3 (GCA_015547765.1)
Bacteroides thetaiotaomicron D40stl D7 D40tl 170626 (GCA_028398895.1)
Bacteroides thetaiotaomicron S_937 (GCA_034138605.1)

12Bacteroides thetaiotaomicron S_196 (GCA 034121705.1)

=Bacteroides thetaiotaomicron S_778 (GCA 034144445.1)

=Bacteroides thetaiotaomicron VPI-BT8702 (GCA_025914275.1)
*.Bacteroides thetaiotaomicron BFG-123 (GCA_024788765.1)

%Bacteroides thetaiotaomicron MSK.23.85 (GCA 019125525.1)
Bacteroides thetaiotaomicron MSK.23.45 (GCA_019125625.1)
Bacteroides thetaiotaomicron MSK.23.49 (GCA_019125725.1)
Bacteroides thetaiotaomicron MSK.23.42 (GCA 019125795.1)

09385 acteroides thetaiotaomicron MSK.23.25 (GCA_019126395.1)
Bacteroides thetaiotaomicron AF24-19LB (GCA_003458585.1)
Bacteroides thetaiotaomicron BFG-187 (GCA_024792615.1)
Bacteroides thetaiotaomicron BFG-182 (GCA_024793355.1)
Bacteroides thetaiotaomicron DFI.3.60B (GCA_019041315.1)
Bacteroides thetaiotaomicron DFI.3.60A (GCA_019041325.1)
%Bacteroides thetaiotaomicron DFI.3.61 (GCA 019132235.1)
Bacteroides thetaiotaomicron DFI.3.60 (GCA_024463355.1)




