NJ tree generated by a cgMLST analysis (based on 1285 loci)
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Bacteroides fragilis MSK.22.78 (GCA_020539125.1)
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=Bacteroides fragilis 322_BFRA (GCA_001054895.1)
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Bacteroides fragilis 1001175st1_C3 (GCA_005844845.1)
Bacteroides fragilis 1001175B_160314_C3 (GCA_015548595.1)

“Bacteroides fragilis S_757 (GCA_034132505.1)



