
1
0

1
0

0.34
1.27

0.12
0.326

0.15
0.338

0.47
0.555

0.9
2.72

Bacteroides thetaiotaomicron BFG-370 (GCA_024787505.1)2.25

Bacteroides thetaiotaomicron S_1053 (GCA_034151465.1)4.75

Bacteroides thetaiotaomicron S_165 (GCA_034122305.1)10.3

Bacteroides thetaiotaomicron S_409 (GCA_034128885.1)10.9

0.99
5.04

Bacteroides thetaiotaomicron S_40 (GCA_034125165.1)2.37

Bacteroides thetaiotaomicron S_219 (GCA_034121245.1)7.63

Bacteroides thetaiotaomicron S_340 (GCA_034130265.1)6.11

0.8
3.08

0.9
2.36

Bacteroides thetaiotaomicron S_911 (GCA_034139545.1)0.108

Bacteroides thetaiotaomicron S_595 (GCA_034136225.1)4.89

0.53
1.17

0.66
1.02

0.3
0.312

Bacteroides thetaiotaomicron BFG-621 (GCA_024790505.1)4.18

Bacteroides thetaiotaomicron BFG-410 (GCA_024788975.1)9.82

Bacteroides thetaiotaomicron BFG-529 (GCA_024794045.1)9.19

0.14
0.535

Bacteroides thetaiotaomicron S_607 (GCA_034135705.1)2.68

0.2
0.269

0.99
3.9

0.99
0.0556

0.95
0

Bacteroides thetaiotaomicron 1001283B150225_161107_F10 (GCA_015555485.1)0

Bacteroides thetaiotaomicron 1001283st1_H4_1001283B150304_161114 (GCA_028399115.1)0

Bacteroides thetaiotaomicron 1001283st1_E3_1001283B150225_161107 (GCA_028399145.1)0

Bacteroides thetaiotaomicron 1001283st1_A3_1001283B150304_161114 (GCA_028399155.1)1.94

0.34
0.0928

0.27
0.0312

Bacteroides thetaiotaomicron S_879 (GCA_034140805.1)1.02

Bacteroides thetaiotaomicron 1_1_6 (GCA_000159875.2)2.98

Bacteroides thetaiotaomicron jmh44 (GCA_020313395.1)3.97

Root0

NJ tree generated by a cgMLST analysis (based on 241 loci)
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