N) tree generated by a cgMLST analysis (based on 1285 loci)
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Bacteroides fragilis S_793 (GCA 034143865.1)

Bacteroides fragilis S_380 (GCA_034129465.1)

Bacteroides fragilis S_936 (GCA_034138625.1)

Bacteroides fragilis S_ 942 (GCA_034138425.1)

Bacteroides fragilis S_182 (GCA_034121965.1)

2%.Bacteroides fragilis S_305 (GCA 034130925.1)

I—'LO

6.45
0.96

o

%Root

250



