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Bacteroides ovatus SRR19721643_bin.18_metawrap_v1.3_MAG (GCA_947003095.1)
Bacteroides ovatus S_690 (GCA_034133845.1)
Bacteroides ovatus S_102 (GCA_034123825.1)
Bacteroides ovatus S_555 (GCA_034126215.1)
Bacteroides ovatus S_25 (GCA_034125545.1)
Bacteroides ovatus S_777 (GCA_034144425.1)
Bacteroides ovatus S_1101 (GCA_034149965.1)
Bacteroides ovatus S_668 (GCA_034134285.1)
Bacteroides ovatus ERR8263764_bin.7_MetaWRAP_v1.3_MAG (GCA_958431975.1)
Bacteroides ovatus S_403 (GCA_034129045.1)
Bacteroides ovatus S_225 (GCA_034121055.1)
Bacteroides ovatus S_901 (GCA_034139945.1)
Bacteroides ovatus ERR4918987_bin.7_MetaWRAP_v1.3_MAG (GCA_958351655.1)
Bacteroides ovatus S_912 (GCA_034139455.1)
Bacteroides ovatus S_552 (GCA_034126185.1)
Bacteroides ovatus AF27-16BH (GCA_003458905.1)
Bacteroides ovatus SRR17794272_bin.49_metawrap_v1.3_MAG (GCA_947645695.1)
Bacteroides ovatus KR001_HAM_0001 (GCA_025757525.1)
Bacteroides ovatus MSK.22.29 (GCA_019126275.1)
Bacteroides ovatus BFG-281 (GCA_024787905.1)

 Dendrogram of cgMLST analysis (based on 516 loci)


