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Bacteroides fragilis Map_136_019 (GCA_022742265.1)
Bacteroides fragilis am_0171 (GCA_004167855.1)
Bacteroides fragilis BF_DU_COP_DK_1981 (GCA_026966115.1)
Bacteroides fragilis S_811 (GCA_034143145.1)
Bacteroides fragilis S_875 (GCA_034141065.1)
Bacteroides fragilis FGSZY8E2 (GCA_029872825.1)
Bacteroides fragilis JIM10 (GCA_001692695.1)
Bacteroides fragilis S_721 (GCA_034133205.1)
Bacteroides fragilis S_108 (GCA_034123665.1)
Bacteroides fragilis S_345 (GCA_034130165.1)
Bacteroides fragilis S_754 (GCA_034132565.1)
Bacteroides fragilis 16751 (GCA_019915805.1)
Bacteroides fragilis 638R (GCA_000210835.1)
Bacteroides fragilis L3_105_245G1_dasL3_105_245G1_maxbin2.maxbin.009 (GCA_018369215.1)
Bacteroides fragilis FDAARGOS_1511 (GCA_020297425.1)
Bacteroides fragilis AM13-18 (GCA_003472195.1)
Bacteroides fragilis FJNDD5M4 (GCA_029872695.1)
Bacteroides fragilis S_866 (GCA_034141385.1)

 Dendrogram of cgMLST analysis (based on 1285 loci)


