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Bacteroides fragilis S_305 (GCA_034130925.1)
Bacteroides fragilis P1-G3 (GCA_024295045.1)
Bacteroides fragilis P1-C5 (GCA_024261365.1)
Bacteroides fragilis P1-G5 (GCA_024128795.1)
Bacteroides fragilis P1-H9 (GCA_023958435.1)
Bacteroides fragilis P1-H7 (GCA_023894135.1)
Bacteroides fragilis P2-E4 (GCA_023276305.1)
Bacteroides fragilis P2-E3 (GCA_023276265.1)
Bacteroides fragilis P1-D1 (GCA_023275035.1)
Bacteroides fragilis P1-A4 (GCA_023274895.1)
Bacteroides fragilis P2-E2 (GCA_023274775.1)
Bacteroides fragilis P1-A3 (GCA_023274715.1)
Bacteroides fragilis P2-H4 (GCA_023274495.1)
Bacteroides fragilis P1-G2 (GCA_023274245.1)
Bacteroides fragilis P2-H3 (GCA_023274315.1)
Bacteroides fragilis FJNDD5M4 (GCA_029872695.1)
Bacteroides fragilis S_866 (GCA_034141385.1)
Bacteroides fragilis S_1123 (GCA_034149545.1)
Bacteroides fragilis FSDTAHCMB2 (GCA_029872575.1)
Bacteroides fragilis ERR10960851_bin.7_MetaWRAP_v1.3_MAG (GCA_958412235.1)

 Dendrogram of cgMLST analysis (based on 1285 loci)


