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Bacteroides fragilis S_815 (GCA_034143105.1)
Bacteroides fragilis J1101004_170508_F3 (GCA_015560515.1)
Bacteroides fragilis W1P13.014 (GCA_004555505.1)
Bacteroides fragilis FGXGL18E1 (GCA_029872775.1)
Bacteroides fragilis SUG365 (GCA_022780605.1)
Bacteroides fragilis AF01-12J (GCA_027688795.1)
Bacteroides fragilis S_44 (GCA_034125085.1)
Bacteroides fragilis S_125 (GCA_034123225.1)
Bacteroides fragilis S_373 (GCA_034129625.1)
Bacteroides fragilis CL07T12C05 (GCA_000273155.1)
Bacteroides fragilis CL07T00C01 (GCA_000263115.1)
Bacteroides fragilis HAP130N_3B (GCA_009025705.1)
Bacteroides fragilis HAP130N_2B (GCA_007896745.1)
Bacteroides fragilis HAP130N_1B (GCA_009025695.1)
Bacteroides fragilis COR2-248-WT-1 (GCA_012844105.1)
Bacteroides fragilis FJSWX20K1 (GCA_029872675.1)
Bacteroides fragilis BF_BC_SLA_DK_2015 (GCA_026966255.1)
Bacteroides fragilis NCTC 9343 (GCA_000025985.1)
Bacteroides fragilis KLE1758 (GCA_001580095.1)
Bacteroides fragilis KLE1257 (GCA_001580105.1)

 Dendrogram of cgMLST analysis (based on 1285 loci)


