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Bacteroides fragilis S_1191 (GCA_034147645.1)
Bacteroides fragilis CTOTU13312 (GCA_036819555.1)
Bacteroides fragilis DFI.5.18 (GCA_020558865.1)
Bacteroides fragilis DFI.5.35 (GCA_024463055.1)
Bacteroides fragilis S_805 (GCA_034143405.1)
Bacteroides fragilis P16.A3 (GCA_020256905.1)
Bacteroides fragilis P16.F3 (GCA_020256835.1)
Bacteroides fragilis P16.A4 (GCA_020256925.1)
Bacteroides fragilis P16.H2 (GCA_020256865.1)
Bacteroides fragilis P16.C3 (GCA_020256805.1)
Bacteroides fragilis P16.G1 (GCA_020256545.1)
Bacteroides fragilis P16.H3 (GCA_020256775.1)
Bacteroides fragilis S_737 (GCA_034132925.1)
Bacteroides fragilis S_96 (GCA_034123945.1)
Bacteroides fragilis S_800 (GCA_034143585.1)
Bacteroides fragilis S_385 (GCA_034129365.1)
Bacteroides fragilis S_596 (GCA_034136105.1)
Bacteroides fragilis S_33 (GCA_034125465.1)
Bacteroides fragilis S_339 (GCA_034130285.1)
Bacteroides fragilis S_775 (GCA_034144545.1)

 Dendrogram of cgMLST analysis (based on 1285 loci)


