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Bacteroides fragilis AM47-7 (GCA_003466635.1)
Bacteroides fragilis S_829 (GCA_034142785.1)
Bacteroides fragilis S_907 (GCA_034139765.1)
Bacteroides fragilis S_783 (GCA_034144205.1)
Bacteroides fragilis BF_BC_ODE_DK_2016 (GCA_026966535.1)
Bacteroides fragilis 638R (GCA_000210835.1)
Bacteroides fragilis L3_105_245G1_dasL3_105_245G1_maxbin2.maxbin.009 (GCA_018369215.1)
Bacteroides fragilis BFR_KZ03 (GCA_004798525.1)
Bacteroides fragilis BFR_KZ02 (GCA_004798515.1)
Bacteroides fragilis S14 (GCA_001682215.1)
Bacteroides fragilis S_62 (GCA_034124625.1)
Bacteroides fragilis AM13-18 (GCA_003472195.1)
Bacteroides fragilis S_1123 (GCA_034149545.1)
Bacteroides fragilis P3-A9 (GCA_023274755.1)
Bacteroides fragilis P1-A4 (GCA_023274895.1)
Bacteroides fragilis P2-E2 (GCA_023274775.1)
Bacteroides fragilis P1-A3 (GCA_023274715.1)
Bacteroides fragilis P2-H4 (GCA_023274495.1)
Bacteroides fragilis P1-G2 (GCA_023274245.1)
Bacteroides fragilis P2-H3 (GCA_023274315.1)

 Dendrogram of cgMLST analysis (based on 1285 loci)


