N) tree generated by a cgMLST analysis (based on 241 loci)

2.Bacteroides thetaiotaomicron VPI-3443 (GCA_025916295.1)

—Bacteroides thetaiotaomicron SRR5240737_bin.12_metaWRAP_v1.3_MAG (GCA_945829565.1)
=Bacteroides thetaiotaomicron MGBC148066 (GCA_948608075.1)

“Bacteroides thetaiotaomicron (GCA_000437995.1)

—Bacteroides thetaiotaomicron S_18 (GCA_034125685.1)

Z.Bacteroides thetaiotaomicron S 548 (GCA_034126295.1)

,f+"-Bacteroides thetaiotaomicron S_1177 (GCA_034147905.1)

“Bacteroides thetaiotaomicron S_510 (GCA_034127355.1)

—~Bacteroides thetaiotaomicron dnLKV9 (GCA_000403155.2)

eal Bacteroides thetaiotaomicron D33st1_A10_D33t1_170424 (GCA_028398925.1)
1J@:Bacteroides thetaiotaomicron D33t1_170424_D10 (GCA_015670455.1)

)

L, Bacteroides thetaiotaomicron MCC174 (GCA_018785895.1)
@Bacteroides thetaiotaomicron S_94 (GCA_034123965.1)

0.385, %Bacteroides thetaiotaomicron A4 m1001262Bd2_200113 (GCA_028398285.1)
Bacteroides thetaiotaomicron A6_m1001262Bd2_200113 (GCA_028398295.1)
Bacteroides thetaiotaomicron H1_m1001262Bd2_200113 (GCA_028398325.1)
%.Bacteroides thetaiotaomicron C11_m1001262Bd0_191120 (GCA_028398485.1)
Bacteroides thetaiotaomicron B6_m1001262Bd0_191120 (GCA_028398565.1)
Bacteroides thetaiotaomicron G7_m1001262Bd1_191214 (GCA_028398345.1)
“Bacteroides thetaiotaomicron BFG-223 (GCA_024791565.1)

%Root
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