N) tree generated by a cgMLST analysis (based on 241 loci)

HLO

%-Bacteroides thetaiotaomicron A4 m1001262Bd2_ 200113 (GCA 028398285.1)

Bacteroides thetaiotaomicron A6_m1001262Bd2_200113 (GCA_028398295.1)
Bacteroides thetaiotaomicron H1_m1001262Bd2_200113 (GCA_028398325.1)
Bacteroides thetaiotaomicron S_1169 (GCA_034148025.1)
49_70 Bacteroides thetaiotaomicron D31t1_170403_D6 (GCA_015548265.1)
1%{;Bacteroides thetaiotaomicron D31stl_C6_D31tl_ 170403 (GCA_028398935.1)
*2.Bacteroides thetaiotaomicron S_276 (GCA_034131465.1)
Bacteroides thetaiotaomicron MGBC166156 (GCA 948544605.1)
Bacteroides thetaiotaomicron F9-2 (GCA_012151035.1)
=Bacteroides thetaiotaomicron BFG-270 (GCA 024790645.1)
“Bacteroides thetaiotaomicron S_971 (GCA_034146285.1)
Bacteroides thetaiotaomicron S_18 (GCA_034125685.1)

Bacteroides thetaiotaomicron MSK.16.35 (GCA 019130755.1)



