N) tree generated by a cgMLST analysis (based on 120 loci)
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382 “Parabacteroides distasonis ERR9578301_bin.6_MetaWRAP_v1.3_MAG (GCA 958413795.1)
38‘59 Parabacteroides distasonis S_244 (GCA_034132055.1)
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Parabacteroides distasonis SUG1129 (GCA_022784765.1)
Parabacteroides distasonis OF27-7-b13A (GCA_027693125.1)
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Parabacteroides distasonis SRR13494490_bin.7_MetaWRAP_v1.3_MAG (GCA_959026225.1)



