N) tree generated by a cgMLST analysis (based on 120 loci)
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Parabacteroides distasonis Map_54_006 (GCA_022728815.1)
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Parabacteroides distasonis S_906 (GCA_034139705.1)

Parabacteroides distasonis S_797 (GCA_034143645.1)

Parabacteroides distasonis 1001174stl_E1_1001174B_160307 (GCA_028330115.1)
Parabacteroides distasonis D43t1_170807_A10 (GCA_015548785.1)
Parabacteroides distasonis D43st1_D3_D43t1_170807 (GCA_028329565.1)
Parabacteroides distasonis AM33-1 (GCA_003468605.1)

Parabacteroides distasonis AM15-13 (GCA_003472045.1)

Parabacteroides distasonis BIOML-A23 (GCA_009678635.1)

Parabacteroides distasonis BIOML-A24 (GCA_009678655.1)
Parabacteroides distasonis 1001254) 160919_G7 (GCA_015555625.1)
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=Root
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Parabacteroides distasonis SRR17794265_bin.41_metawrap_v1.3_MAG (GCA_948444875.1)

Parabacteroides distasonis 1001262B_160229_B8 (GCA_015668155.1)
Parabacteroides distasonis 1001262st1_B2_1001262B_160229 (GCA_028330145.1)



