N) tree generated by a cgMLST analysis (based on 942 loci)
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: 0 Lactiplantibacillus plantarum Nizo2263 (GCA 001639595.1)
Lactiplantibacillus plantarum SYBC-SM3 (GCA 031877725.1)
=-Lactiplantibacillus plantarum NCU116 (GCA 001672035.1)
=Lactiplantibacillus plantarum SRCM102022 (GCA 002173655.1)
Lactiplantibacillus plantarum SRCM 103305 (GCA_004055415.1)
[“*Lactiplantibacillus plantarum $034-52w-2 (GCA_034478365.1)
=Lactiplantibacillus plantarum YW2189 (GCA_034422915.1)
=sLactiplantibacillus plantarum M4L1 (GCA 023108905.1)
Lactiplantibacillus plantarum DSM 12028 (GCA_044731905.1)
=Lactiplantibacillus plantarum ST (GCA_022558425.1)
Lactiplantibacillus plantarum SCB0151 (GCA_022810685.1)
ﬁLactipIantibaciIlus plantarum KCKM 0594 (GCA 031461015.1)
0 Lactiplantibacillus plantarum Nizo1837 (GCA 001651845.1)
Lactiplantibacillus plantarum LpRas (GCA_009889775.1)

Lactiplantibacillus plantarum Do4 IM (GCA 041679785.1)
Lactiplantibacillus plantarum LS 4-4 (GCA_039938975.1)
Lactiplantibacillus plantarum HH-LP56 (GCA 027854125.1)
%Lactiplantibacillus plantarum ZW5 (GCA _020881935.1)

0.42 %{iﬂactimantibacinus plantarum MA2 (GCA_029854235.1)
3709825, 5 ctiplantibacillus plantarum GBCC-GR003 (GCA_036330065.1)



