N) tree generated by a cgMLST analysis (based on 942 loci)

_ 0 Lactiplantibacillus plantarum WT12 (GCA_034555095.1)
Lactiplantibacillus plantarum BF12 (GCA_034555115.1)
Lactiplantibacillus plantarum E2C2 (GCA_001596195.1)
Lactiplantibacillus plantarum E2C5 (GCA_001597605.1)
Lactiplantibacillus plantarum T1R2B (GCA 018993325.1)
=Lactiplantibacillus plantarum SRCM103357 (GCA _004101505.1)
Lactiplantibacillus plantarum CM1 (GCA_030480565.1)
Lactiplantibacillus plantarum CM4 (GCA_030480525.1)
=Lactiplantibacillus plantarum 5-2 (GCA_001278015.1)

5L actiplantibacillus plantarum WLPL21 (GCA_029814785.1)
=Lactiplantibacillus plantarum ZDY04 (GCA_029834415.1)
—Lactiplantibacillus plantarum A188 (GCA_039566535.1)
“Lactiplantibacillus plantarum Dm-2019-33 (GCA 018257075.1)
=Lactiplantibacillus plantarum BIA (GCA 049532565.1)

159 Lactiplantibacillus plantarum TMW 1.1478 (GCA_003345375.1)
=Lactiplantibacillus plantarum 1001254st1_Al1 1001254B_151014 (GCA_028321915.1)
Lactiplantibacillus plantarum CIRM-BIA 2117 (GCA_025189685.1)
Lactiplantibacillus plantarum CIRM-BIA 2107 (GCA_025189815.1)
Lactiplantibacillus plantarum CIRM-BIA 2184 (GCA_025190145.1)
=Lactiplantibacillus plantarum AM (GCA_045033065.1)
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