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Bacteroides uniformis AMR_MDS_5775 (GCA_035434665.1)
Bacteroides uniformis ERR8263834_bin.24_MetaWRAP_v1.3_MAG (GCA_958431905.1)
Bacteroides uniformis SRR13840162_bin.1_metawrap_v1.3_MAG (GCA_947071165.1)
Bacteroides uniformis U.6_14 (GCA_021199575.1)
Bacteroides uniformis UBA10665 (GCA_003448415.1)
Bacteroides uniformis TM04-30 (GCA_003436475.1)
Bacteroides uniformis AF19-23 (GCA_003459625.1)
Bacteroides uniformis 1001713B170221_170320_B4 (GCA_015671055.1)
Bacteroides uniformis 1001713st2_A4_1001713B170214_170313 (GCA_028397205.1)
Bacteroides uniformis AF21-53 (GCA_003459325.1)
Bacteroides uniformis 225I_1TSAB (GCA_032144115.1)
Bacteroides uniformis SRR13840153_bin.4_metawrap_v1.3_MAG (GCA_947071295.1)
Bacteroides uniformis 2789STDY5834844 (GCA_001406635.1)
Bacteroides uniformis SRR13753937_bin.11_metawrap_v1.3_MAG (GCA_947507475.1)
Bacteroides uniformis AM54-10NS (GCA_027668925.1)
Bacteroides uniformis FSDTA-HCK-B1 (GCA_019733555.1)
Bacteroides uniformis AF04-22B (GCA_027688375.1)
Bacteroides uniformis CTOTU33017 (GCA_036740875.1)
Bacteroides uniformis CTOTU30038 (GCA_036832435.1)
Bacteroides uniformis CTOTU30053 (GCA_036775955.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


