Dendrogram of cgMLST analysis (based on 1342 loci)
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Bacillus subtilis AM1002 (GCA_020176885.1)
Bacillus subtilis WH60A (GCA 029916985.1)
Bacillus subtilis ps4100 (GCA_024585045.1)
Bacillus subtilis B-1584 (GCA_035813295.1)
Bacillus subtilis MB8 _B10 (GCA_009662195.1)
Bacillus subtilis MG27 (GCA_003265725.1)
Bacillus subtilis - (GCA_905319545.2)

Bacillus subtilis - (GCA_905310985.2)

Bacillus subtilis - (GCA_905315015.2)

Bacillus subtilis D9_B 56 (GCA_030348595.1)
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