Dendrogram of cgMLST analysis (based on 1342 loci)
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Bacillus subtilis CBP-3238 (GCA_035804435.1)
Bacillus subtilis CBP-3216 (GCA 035804775.1)
Bacillus subtilis DKU_09 (GCA_035319605.1)
Bacillus subtilis CBP-3207 (GCA_035804915.1)
Bacillus subtilis PN1236 (GCA_035621695.1)
Bacillus subtilis SRCM117508 (GCA 024800645.1)
Bacillus subtilis ATCC 21228 (GCA_002982175.1)
Bacillus subtilis BEST195 (GCA_000209795.2)
Bacillus subtilis SCP010-1 (GCA _020773035.1)
Bacillus subtilis BNO (GCA_022701095.1)

Bacillus subtilis NB205 (GCA_023702515.1)

Bacillus subtilis MER TA 137-5 (GCA_023713435.1)
Bacillus subtilis A-5 (GCA_024733955.1)

Bacillus subtilis PN176 (HK176) (GCA_024918995.1)
Bacillus subtilis SFA-H43 (GCA_003265645.1)
Bacillus subtilis G25-60 (GCA_015844655.1)
Bacillus subtilis Bacillus subtilis 'natto’ (GCA 024507815.1)
Bacillus subtilis CBP-3212 (GCA_035804815.1)
Bacillus subtilis CBP-3184 (GCA_035805295.1)
Bacillus subtilis SRCM103576 (GCA_004119615.1)



